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[Mechanism for target exon skipping by PPR]
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[Experimenatlly validation for exon skipping by PPR]

(Method) Create PPRs for this target exon every 6 bases
Gene A Exon3 Transfection PPR expression plasmids into HEK293T
Total RNA extraction, Reverse transcription, RT-PCR
Check splicing ratio by RT-PCR with specific primer sets.
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