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ldentification of amino acid and central carbon metabolisms using a novel metabolomics
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To develop a novel industrial microbe, novel omics methods are required to shorten the
development period. We have developed a novel highly accurate method for tracer-based
metabolomics and its applications on diverse microbes.
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In combination with capillary electrophoresis and high resolution mass spectrometry,

tracer-based metabolomics is available to identify amino acid synthesis and central carbon 104~ 105cells/mL X TmL -« HBERAEIC K S Sppm ELF
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We will support developments of novel industrial microbes for CO: fixation and biomanufacturing from sampling ERETZ2tEY9— HP
isolation source, microbial isolation and multi-omics analyses. Join NEDO Gl forum 3 . : :
(https://www.nite.go.jp/nbrc/Glforum_top.html)! https://www.jamstec.go.jp/cebn/j/
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