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A culture medium and bioprocess development site to apply core technologies
using artificial intelligence and analytical technologies
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We are developing original platform technologies including Al-assisted medium optimization, multi-mordal medium composition profiling,
and design chemical defined medium by mimicking natural media, in deep-leaning, analytical technologies, and bioprocess engineering. We
support R&D of bioprocesses by the technologies.
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Desigh chemical defined medium by mimicking natural media
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