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Development of protein mass production technology using hyphal dispersion strain of Aspergillus oryzae.
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Tohoku University + Godo Shusei Co., Ltd. - SATAKE MultiMix Corporation -
National Institute of Advanced Industrial Science and Technology
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Our strain engineering technique for improving mixing properties is applicable to a wide range of industrial filamentous fungi. As it can also be
Introduced iInto commercial production strains that have undergone extensive breeding, it is expected to be widely adopted in industrial applications.
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Our core technology is a hyphal dispersion strain of Aspergillus oryzae, developed based on insights into its cell surface architecture. We
are developing a protein mass production technique through strain engineering oriented toward improved mixing properties in bioreactors,
along with comprehensive performance evaluation of novel strains.
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Miyazawa et al (2016) Biosci Biotechnol Biochem; Miyazawa et al. (2019) Front Microbiol;
lchikawa et al. (2022) J Biosci Bioeng; Susukida et al. (2025) Biotechnol Bioeng
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Email:

keletsu.abe.bb@tohoku.ac.jp
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